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Koduje Na, 1.5 — alfa podjednotka: kanal zodpovedny za
rychly influx Na* iontu zpUsobujici rychlou depolarizaci
kardiomyocytu, 4 transmembranové domény

Chromozom 3, 28 exonu, gen exprimovan v pracovnim
myokardu i prevodnim systému

Soucasti kanalu 4 beta podjednotky a dalsi interaguijici
proteiny

Mutace v tomto genu podminuiji Siroké spektrum
arytmickych syndromu
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General Heart Rates

124652 QRS complexes 73 Minimum at 02:14:49 14-Jun
0 Paced beats (< 1%) 93 Average
55441 Ventricular beats (44%) 161 Maximum at 07:31:35 14-Jun
0 Supraventricular beats (< 1%) 31625 Beats in tachycardia (==100 bpm), 25% total
0 BB beats (< 1%) 0 Beats in bradycardia (<=60 bpm), 0% total
0 Junctional beats (< 1%) 1.09 Seconds Max R-R at 05:03:13 14-Jun
0 Aberrant beats .
0 % of total time in AF/AFL Supraventriculars (S. J. A)
7 % of total time classified as noise 0 Isolated
0 Couplets
Ventriculars (V. F. E. ) 0 Bigeminal cycles
51762 lsolated 0 Runs totaling 0 beats

1763 Couplets
37018 Bigeminal cycles
43 Runs totaling 151 beats
6 Beats longest run 127 bpm 20:37:09 13-Jun
3 Beats fastest run 160 bpm 07:31:40 14-Jun

Interpretation

Zaznam z telemetru. Behem monitorace se strida SR a rytmus se stihlym QRS kompl. a s negativni vinou P. Frekventni
komorova ektopie (44% zaznamu - pridana do analyzy SF). Prum SF 93/min, min 73/min v noci, max 161/min rano.

Zadna vwznamna pauza, pri SR PQ int. v norme.

Frekventni izol. KES s mirnou prevahou dvou (castecne s reativne stihlym QRS kompl.), velka cast ektopie v bigeminil,
cca 1800 paru a 43 nsKT a tripletu s neprav. vaz. int., polymorfni, nejdelsi 0 6 QRS kompl. s f 122/min, nejrychlejsi triplet
KES s fdo 160/min.
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General Heart Rates

85334 QRS complexes 57 Minimum at 22:03:40 04-Jan
0 Paced beats (< 1%) 66 Average
2848 Ventricular beats (3%) 101 Maximum at 07:45:55 05-Jan
12 Supraventricular beats (< 1%) 11 Beats in tachycardia (==100 bpm), < 1% total
0 BB beats (< 1%) 9505 Beats in bradycardia (<=60 bpm), 11% total
0 Junctional beats (< 1%) 1.28 Seconds Max R-R at 21:23:02 04-Jan
0 Aberrant beats i
0 % of total time in AF/AFL Supraventriculars (S. J. A)
1 % of total time classified as noise 12 Isolated
0 Couplets
Ventriculars (V. F. E. I) 0 Bigeminal cycles
2836 |solated 0 Runs totaling O beats
3 Couplets

2258 Bigeminal cycles
0 Runs totaling O beats

Interpretation
Behem monitorace SE, prum. SF pri SR 66/min, min 57/min - drobny uklid, max 101/min - cesta do IKEM.

Zadna vyznamna pauza, PQ int. v norme, intermitentne zmena morfologie viny P.
Cetne izol. KES /2% zaznamu/, 3 pary KES, cetne useky KES v bi- a trigeminii, nejdelsi usek v trvani 14 min.

Ojedinele izol. SVES.
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Izolovan z kury chinovniku
(Cinchona) z Celedi
morenovité (chut toniku,
antimalarikum)

Trida la antiarytmickych
léku

1749 jiz oznacen za
,opium srdce”

Blokuje predevsim rychly
tok sodnych iontu do
bunky

Ventricular Action Potential

¢ (Class IA: e.q., quinidine
— Moderate Na*-channel blockade
~ TERP
¢ (Class IB: e.qg., lidocaine
— Weak Nat*-channel blockade
~ 4+ ERP

¢ (Class IC: e.qg., flecainide
— Strong Na*-channel blockade
- — ERP




Multifokalni ektopie z prevodniho systému je
arytmicky syndrom zpusobeny mutaci v SCN5A
genu — popsany dve patogenni (gain of function)
mutace u nasich pacientu

MEPPC je Casto asociovan s reverzibilni arytmii
indukovanou kardiomyopatii

Cilena kauzalni terapie chinidinem muze vést k
vyrazné redukci komorové ektopie a k normalizaci
systolické funkce levé komory; alternativné lze
pouzit amiodaron, flekainid

Vliv chinidinu na riziko srdecni zastavy neni jasny



Ing Sodium Channel (SCNSA)
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/\ Brugada syndrome
[ Long QT syndrome 3
@ Conduction Disease

N/ Ertgeicla [ LEITS [ Cogielugilon Dis=ziss
A Atrial standstill

Dékuji za pozornost.
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A Conduction Disease

A Brugada, LQT3, and Conduction Disease
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B kcnH2



